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Trimer Tetramer

The Plant Journal (2008) 53, 6107 635.
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Multiple replicated experiments and sophisticated statistics reveal 497 interactions between 16 HIV proteins (blue) and hundreds of human factors.

EXS ST \ Nature (2012), 484: 271.
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Table 1. Different Experimental Methods Measuring Protein Interactions

Method High-Throughput Living Cell Type of Interactions Type of Characterization
Approach Assay

¥2H [47 48] + In vivo Physical interactions (binary) Identification

Affinity purification-MS [61] + In witro Physical interactions [complex) Identification

DMA microarrays/Gene coexpression [113] + In witro Functional association Identification

Protein microarrays [114-116] + In witro Physical interaction {complex) Identification

Synthetic lethality [85,86] + In vivo Functional association Identification

Phage display [117] + In vitro Physical interaction {complex) Identification

X-ray crystallography, NMR spectroscopy [84] - In witro Physical interactions (complex) Structural and biological characterization

Fluorescence resonance energy transfer [89] - In wivo Physical interaction (binary) Biological characterization

Surface plasmon resonance [91] - In vitro Physical interaction {complex) Kinetic, dynamic characterization

Atomic force microscopy [93] - In vitro Physical interaction (binary) Mechanical, dynamic characterization

Electron microscopy [118] — In vitro Physical interaction {complex) Structural and biological characterization

High-throughput techniques are indicated with pluses (second calumn), and those which can provide information an interactions in vivo are shown in the third column. Fourth calumn
indicates whether the method supplies data on physically interacting proteins in a complex (“complex™) or only pairwise interactions {“binary™). Methods inferring interactions through
functional association are shown as well. The type of protein interaction characterization is shown in the last column.

doi:10.1371/journal.ppat.0030042.4001

PLoS Comput Biol 3(3): e42. doi:10.1371/journal.pcbi.0030042
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