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1.it is not yet clear how to transform data for thousands of molecular interactions
into functionally coherent models of cellular machinery.

2.technological biases in high-throughput approaches20-22 can compromise
signal accuracy. Experimental artefacts, variability in coverage across data sets,
sampling bias towards well-studied processes, limitations in screening power and
inherent sensitivities in various assays can yield false positives and false negatives
in interaction data.

3.individual high-throughput experiments measuring a subset or type of
interactions (for example, protein— protein or protein—DNA interactions) simply
cannot expose the full interaction landscape of a cell.

4.as molecular networks are commonly assembled in single, static experimental
conditions, they overlook the inherently dynamic nature of molecular interactions,
which can be extensively rewired during physiological or environmental
shifts10,27,28.
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Table 1| Seme recent bisinformatics tools for module extraction through network integration

Tool URL Refs
Active-module detection through network projection of omics dota
jActiveModules bttpe/fapps.cytoscape.org/apps/jactivemodules 43
TE MATISSE httpeffacgt.cs.tauwacil/matisse 165
PinnacleZ httpe/Vapps cytoscape prg/apps/pinnaclez 62
TE GXMNA http:/fstat stanford. edu/~serban/gxna 52
BioMet hirpobionet bioapps biorentrumuni=wuerzburgde 166
COSINE hitpeffcranr-project. orgfweb/packages/COSINE findex html 104
TEXTOS SANDY hitpffsandytopnet.gersteinlab.org 81
HotMet btrpfcombreb covbrown edu/hotnet 67
TEXTO 4 PARADIGM hittpe/shenz.github.com/Paradigm 0
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