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Figure 1 | Experimental regimes and extinction dynamics. a, Cheat-

embracing (CE) and cheat-purging (CP) regimes. b, Each line is founded by a

~ single WS genotype (yellow). After 6 days in phase I cells are harvested, plated
‘and screened for SM colonies (red). Pooled SM colonies found phase I1.

- After 3 days cells are harvested, plated and screened for WS colonies. A single
WS colony of the dominant type founds the next generation. To avoid
~extinction, the WS mat of each line must be intact at the end of phase [and WS,
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