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a Roche/454, Life/APG, Polonator
Emulsion PCR
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100—200 million beads
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Roche/454 — Pyrosequencing
1-2 million template beads loaded into PTP wells
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From Michael L. Metzker. Sequencing technologies —the next generation. 2010




b Illumina/Solexa

Solid-phase amplification
One DNA molecule per cluster

and
polymerase

Template N
dNTPs

Sample preparation
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a Illumina/Solexa — Reversible terminators
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colour-space reference genome
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Life/APG — Sequencing by ligation

Primer round 1

Two-base encoding: each target
nucleotide is interrogated twice
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K Helicos BioSciences: one-pass sequencing \

Single molecule: primer immobilized
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Single molecule: template immobilized
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¢ Helicos BloScnences — Reversible terminators
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/ e Pacific Biosciences, Life/Visigen, LI-COR Blosaences \
Single molecule: polymerase immobilized

\ Thousands of primed, single-molecule templates /
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Limit of detection zone

Fluorescence pulse

Intensity 3

\ Epifluorescence detection
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