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Table S1: List of reactions considered.
dilution transcription dilution/degradation ribosome binding dilution translation
, A Wy A+d ky, k A Vp
ribosomes r—og o—"m, m — 3 rvr+m. &3¢, ¢ —8 nrate —Sr+mp.+r

X W A+d ky, k., by v
transporter enzyme € — I O — mi m; —5 & T+ my &y Ct ct — I Nt a + Ct — r4 me + €4

A Wen,

A-d ky, k A Um
metabolicenzyme €y ——> & D — > My My ——> D T+ My, & Cyy, Cm ——> D Ny @+ Cpy —> T+ My, + €,

. A A+d ky, k A v
gowth-independent g ——3 & & —m, My —5 D THmMy S, C—D ngatc,——>r+myt+q
proteins

A v v
internal nutrient S — I S ﬂ S; S; —= nsa
A
—

ATP a %]

nutrient import metabolism
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Table S3: List of additional reactions in the repressilator-chassis model.

dilution/deqgr. transcription dilution/degradation ribosome binding translation
/\—f—d Wal )\—I—d \ kb.,k: a1
repressorl gy ' I S mg Mg —— T4 mgr & g1 Nga+Cg —> T +mg + g1

Vgo

r+Mg2 < Cg2 MNgQ+Cqg2 —> T + Myg2 + g2
A+d Wg3 At-d,,
ds —>g %) (%) —}g mg3 mgg I

ky, k
—" @ T+ my3 ¢ Cy3

repressor 3

Vg3
Mg+ Cgz3 —> T+ My3 1+ g3
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