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What is Virtual cell?

The Virtual cell (or Vcell) is a software developed by NRCAM.

This software platform has been designed to model cell biological
processes.

Vcell consists of a biological and mathematical framework. Scientists can
create biological models from which the software will automatically
generate mathematical code needed to run simulation.

This software consists of 3 key components, named BioModel, Geometr
and Math Model documents, each of which is saved independently, althog
they do reference each other.

Models can be reused, updated and published so they are available to the
scientific community or they can be shared privately amongst collaborating
groups.
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* http://www.nrcam.uchc.edu/index.ht
ml

- EAMEEH: Home, Run VCell
Software, Technical Documents,
Software Architecture, Publications,

Calendar, CCAM
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* Director: Les Loew
Email:les@volt.uchc.edu
+ Lead Developer: Jim Schaff
* Mathematician: Boris Splepchenko

- Database Administrator: Frank
Morgan

+ Systems Administrator: Ion Moraru
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Creating Biomodel

Defining compartments

|

Creating Species

|

Defining Reactions
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Creating Application

Structure Mapping between Model and
Geometry.

Define Initial condition of the system.
Reaction Mapping.

We can view the software generated
math code describing our model and
equations used in simulations.

Simulation results.
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How to View Virtual Cell
Published Models

Login to the Virtual Cell.
Go to FilexOpen>BioModel>Shared Models

In the '‘BioModel Database’ pane, find the name
of the VC User published model account you are
looking for; expand that User's set of public
models (see screenshot).

Double click the model you are interested in
viewing.
If you wish to modify the model or run new

simulations, you may copy it into your VC
Workspace under your own User account.
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